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<120> A NOVEL METHOD OF DIAGNOSING, MONITORING, STAGING, 
IMAGING AND TREATING CANCER 

<130> DEX-0115 

<140> 
<141> 

<150> 60/166,818 
<151> 1999-11-22 

<160> 4 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 1635 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> unsure 
<222> (884) 

<220> 

<221> unsure 
<222> (1049) 

<220> 

<221> unsure 
<222> (1069) 

<220> 

<221> unsure 
<222> (1629) 

<220> 

<221> unsure 
<222> (1632) 
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<400> 1 

tcgcggccgc aggagccggc gccgggcggc tggggagggc ttgctgacgc tgcgggccaa 60 
gccgccctcg gaggccgagt acaccgacgt gctgcagaag atcaagtacg ccttcagcct 120 
gctggcccgg ctgcgcggca acatcgccga cccctcctct ccggagctgt tgcacttcct 180 
tttcgggcct ctgcagatga ttgtgaacac gtcggggggg ccggagttcg cgagcagtgt 240 
gcggcggccg catctgacat cggatgccgt ggcgctgctg cgggacaacg tcactccacg 300 
tgaaaacgag ctctggacct cgctggggga ctcgtggacc cgccccgggc tggagctgtc 360 
cccggaggag ggacccccat acagacccga gttcttcagc ggctgggagc cgccggtcac 42 0 
tgacccgcag agccgcgcct gggaggaccc agttgagaaa cagctacagc acgagcggag 480 
gcgccggcag caaagcgccc ccgaggtcgc tgtcaatggt caccgaggac ttgggagcca 54 0 
gaatctgagc ctcagctgga gtcagagaca gcaggaaaat gggtcctgtg taattatgac 600 
ttccaggccc gcaacagcag tgagctgtcg gtcaagcagc gggacgtact ggaggtcctg 6 60 
gatgacagtc gtaagtggtg gaaggttcgg gacccagcgg ggcaggaggg atatgtgccc 72 0 
tacaacatcc tgacacccta ccccggaccc cggctgcacc acagccaaag ccctgcccgc 780 
agcctgaaca gcactcctcc tccaccacca gccccagccc cggccccacc tccagctctg 840 
gctcggcccc gctgggacag gccccgctgg gacagctgcg atanctcaac ggcttggacc 900 
ccagcgagaa ggagaaattc tcccagatgc tcatcgtcaa cgaggaactg caggcgcgcc 960 
tggcccaggg ccgctcggga ccgagccgcg cagtcccagg gccccgcgcc ccggaaccgc 102 0 
agctcagccc gggctcggac gcctccgang tccgcgcctg gctgcaggnc aagggcttta 1080 
gctccgggac cgtggacgcg ctgggtgtgc tgaccggggc gcacttttct cgctgcagaa 114 0 
ggaggagctg cgggcggtga gccccgagga gggggcacgt gtgtacagcc aggtcaccgt 1200 
gcagcgcttc gctgctggag gacaaagaga aagtgtcaga gctggaggca gtgatggaga 1260 
agcaaaagaa gaaggtggaa ggcgaggtgg aaatggaggt catttgacct gccaggcgcc 132 0 
cttcgcaaag agtgacgagg ccccgtggga gaacggactc ctcagactct ccccaatagc 13 80 
ggaagtcgat cttctgaagg atggccaatc tgctccggcc ctggtcttcc cccatcccgg 1440 
tggacagact taacgatcct tgctgcagtc cctccggaga ggatctggac tggctgggag 1500 
tggggagggc gtggagacag tctacggaaa gcgctagcag acccccgaga gggtgcagtg 1560 
gagccctgag cattgtaata tgcggcccag cctataaaca gcctccgtgc ttagcagatg 162 0 
gtgtgccant tnaaa 163 5 

<210> 2 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 2 

cccaatagcg gaagtcgatc t 21 

<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
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<400> 3 

cactcccagc cagtccagat 

<210> 4 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 4 

aatctgctcc ggccctggtc tt 



3 



